
LOCUS NM_018158 2954 bp mRNA PRI 02-NOV-2000 

DEFINITION Homo sapiens hypothetical protein FLJ10624 (FLJ10624), mRNA. 

ACCESSION NM_018158 

VERSION NM_018158.1 01:8922556 

KEYWORDS 

SOURCE human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (sites) 

AUTHORS Isogai,T., Ota,T., Hayashi^K., Sugiyama.T., Otsuki.T., Suzuki, Y., 
Nishikawa, T. , Nagai,K., Sugano,S., Ishibashi, T . , Fujimori, K., 
Tanai,H., Kimata,M., Watanabe,M., Hiraoka,S., Ishii,S., Kawai,Y., 
Saito,K., Yamamoto,J., Wakamatsu, A. , Nakamura,Y., Nagahari,K., 
Masuho,Y. and Kanehori,K. 
TITLE NEDO human cDNA sequencing project 

JOURNAL Unpublished 
COMMENT PREDICTED REFSEQ: The mRNA record is supported by experimental 

evidence; however, the coding sequence is predicted. The reference 
sequence was derived from AK001486.1. 
FEATURES Location/Qualifiers 
source 1..2954 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/clone="NT2RP2005525" 

/cell_line="NT2" 

/cell_t ype="teratocarcinoma " 

/clone_lib="NT2RP2" 

/note-"cloning vector: pME18SFL3; mRNA from NT2 neuronal 

precursor cells after 2-weeks retinoic acid (RA) 

induction . " 
gene 1..2954 

/gene="FLJ10624" 

/db_xref="LocusID: 55189" 
CDS 283.. 2673 

/gene=" FLJ10624" 

/codon_start=l 

/db_xref="LocusID: 55189" 

/evidence=not_experimental 

/product="hypothetical protein FLJ10624" 

/protein_id-"NP_060628 .1" 

/db_xref="GI : 8922557 " 

/translation-"MLAPLRNAPGREGATSPSPPTDATGSLGEWDVDRNVKTEGWVSK 
ERISKLHRLRMADILSQSETLASQDLSGDFKKPALPVSP7\ARSKAPASSSSNPEEVQK 
EGPTALQDSNSGEPDIPPPQPDCGDFRSLQEEQSRPTTAVSSPGGPARAPPYQEPPWG 
GPATAPYSLETLKGGTILGTRSLKGTSYCLFGRLSGCDVCLEHPSVSRYHAVLQHRAS 
GPDGECDSNGPGFYLYDLGSTHGTFLNKTRIPPRTYCRVHVGHVVRFGGSTRLFILQG 
PEEDREAESELTVTQLKELRKQQQILLEKKMLREDSDEEEEMDTSERKINAGSQDDEM 
GCTWGMGEDAVEDDAEENPIVLEFQQEREAFYIKDPKKVLQGFFDREGEELEYEFDEQ 
GHSTWLCRVRLPVDDSTGKQLVAEAIHSGKKKEAMIQCSLEACRILDTLGLLRQEAVS 
RKRKAKNWEDEDFYDSDDDTFLDRTGLIEKKRLNRMKKAGKIDEKPETFESLVAKLND 
AERELSEISERLKASSQVLSESPSQDSLDAFMSEMKSGSTLDGVSRKKLHLRTFELRK 
EQQRLKGLIKIVKPAEIPELKKTETQTTGAENKAKKLTLPLFGAMKGGSKFKLKTGTV 
GKLPPKRPELPPTLMRMKDEPEVEEEEEEEEEEEKEKEEHEKKKLEDGSLSRPQPEIE 
PEAAVQEMRPPTDLTHFKETQTHENMSQLSEEEQNKDYQDCSKTTSLCAGPSASKNEY 
EKSRGELKKKKTPGPGKLPPTLSSKYPEDDPDYCVWVPPEGQSGDGRTHLNDKYGY" 
misc_feature 847. .1029 

/note="FHA; Region: Forkhead associated domain" 
misc_feature 847 . . 1035 

/note="FHA; Region: FHA domain" 

BASE COUNT 894 a 639 c 776 g 645 t 

ORIGIN 

1 aggtctggac ctgaaccgag acaaggaggt accacactat tcactgctgc gtcgcagagc 
61 gggctgggcg gctgtctgga cctcgagagg cctgaggcaa ggatcgcgtc agaccccgaa 
121 agctggtttg ttgattagtg atctaagacc gccggaagcg cttcttctca atcaagctat 
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gcaacaggaa 
atcccgataa 
aacgctccag 
ttgggagagt 
atttcgaagt 
tcgcaagacc 
agtaaggccc 
gcgttgcagg 
gattttagga 
ggtccagccc 
tacagcttag 
agttactgcc 
tctcggtacc 
aacgggccgg 
actcgcatcc 
ggcagcaccc 
ttaacagtaa 
atgctaagag 
gctggtagcc 
gatgatgctg 
ataaaggatc 
tatgaatttg 
gattcaactg 
atgatccagt 
gaagcagtat 
gatgatgaca 
aagaaggctg 
aatgatgctg 
ctatcagagt 
agtacattag 
gaacaacaga 
aaaaagactg 
ctatttggtg 
ttacccccca 
gtagaagagg 
aaaaaactgg 
gtgcaggaaa 
aacatgtctc 
acttcattgt 
ttgaagaaaa 
cctgaagatg 
agaacccatc 
tgtggaccat 
ttagatgatt 
aatttatctg 
tgtatgtaaa 
taaaataaga 



gtcattacga 
ccgttttgtt 
gtcgtgaagg 
gggacgtgga 
tgcaccggtt 
tcagtgggga 
cggccagcag 
actccaattc 
gtctacagga 
gggctccccc 
agaccctgaa 
ttttcgggag 
acgcagtgct 
gcttctacct 
cacctcgcac 
ggctctttat 
cacagttgaa 
aagactcaga 
aagatgatga 
aagagaaccc 
ccaaaaaggt 
atgaacaggg 
gaaaacaact 
gctcattgga 
ctcggaaaag 
catttcttga 
gcaagattga 
aaagggaact 
ctccatctca 
atggtgtgtc 
gacttaaagg 
aaactcagac 
ccatgaaagg 
agcgtccaga 
aggaggaaga 
aggatggaag 
tgaggcctcc 
aacttagcga 
gcgcaggacc 
agaaaacacc 
acccagacta 
ttaatgacaa 
gtgacatgga 
atttgtaaga 
cccacatgat 
aagggaacca 
aggc 



tcccgttgta 
tttctcatat 
agcaacttca 
caggaacgta 
gaggatggct 
cttcaagaag 
ttcttcaaac 
tggggagccc 
ggagcagtcg 
ctaccaagag 
gggcggcact 
gctgtctggc 
gcagcacagg 
ctacgatctg 
ctactgtcga 
cctgcaggga 
ggaattgcgc 
tgaagaagag 
gatgggttgc 
tattgtctta 
tctccaaggc 
acatagcact 
ggtggctgag 
agcttgtcgg 
gaaagccaag 
taggactggc 
tgagaagcca 
ttctgaaatt 
ggattcttta 
ccggaagaaa 
gttaataaaa 
tacaggtgca 
aggaagcaaa 
actccctcca 
ggaagaggaa 
cctcagtagg 
cacagatctc 
ggaagaacag 
ctcagcatca 
tggtccaggc 
ctgtgtgtgg 
gtatggctat 
atatttggga 
tctggtgact 
tctcatgcat 
tatgttttga 



acctctaaat 
tatgaccttc 
ccatcgccgc 
aagaccgaag 
gacattctct 
ccagctctgc 
cctgaggagg 
gacatccctc 
cgccccacga 
cctccatggg 
atccttggca 
tgcgacgtgt 
gcgtccggcc 
ggaagcaccc 
gtccacgttg 
ccagaggaag 
aagcagcagc 
gaaatggata 
acctggggaa 
gagtttcagc 
ttttttgacc 
tggctctgca 
gccattcact 
attcttgaca 
aactgggaag 
ctgattgaga 
gagacctttg 
tctgagagat 
gatgcgttca 
cttcacctga 
attgtaaagc 
gaaaacaaag 
ttcaaattaa 
actctaatga 
gaagagaaag 
ccacagccag 
acacatttta 
aataaagatt 
aagaatgaat 
aaacttccac 
gtcccacctg 
tgattgcttc 
taatgtatca 
ggcttttcgt 
ttgatattta 
gaatttgtaa 



atgtccccgt 
tcatgttagc 
ctacagacgc 
ggtgggtttc 
ctcagtcaga 
cggtgtcccc 
tacagaagga 
ctcctcagcc 
cagcggtttc 
gtggccctgc 
cccgtagctt 
gcctggagca 
ctgacggaga 
atggcacttt 
ggcatgttgt 
accgagaggc 
aaatattgtt 
cctctgaaag 
tgggagaaga 
aggaaaggga 
gagaaggaga 
gggtgagatt 
caggaaagaa 
ctttgggatt 
atgaagactt 
agaagcgtct 
aatcattggt 
tgaaagcctc 
tgtcagaaat 
gaacttttga 
cagcagagat 
ctaaaaagct 
aaactggaac 
gaatgaaaga 
aaaaggagga 
agatagagcc 
aagaaaccca 
atcaagactg 
atgagaaaag 
caacactttc 
aaggtcaaag 
agaatcccaa 
aattgaatgg 
tctgtgttct 
tgtttaaaag 
agtgagagac 



tctgcacagc 
accacttcgc 
cactgggagc 
gaaggagcgg 
gaccctggcg 
agcggcgcgg 
agggcccact 
ggactgcggt 
ttcccctggc 
cacagccccc 
gaaagggacg 
cccttcggtg 
atgcgacagc 
tctcaacaaa 
tcgctttgga 
agaatccgag 
ggagaagaag 
gaagataaat 
tgcagtagag 
ggccttttat 
agaattagaa 
acctgtggac 
aaaagaagca 
gcttcggcag 
ttatgatagt 
gaacagaatg 
tgcaaaatta 
aagccaagtt 
gaaatcaggc 
actgaggaaa 
tccagaacta 
tacattgcct 
agtagggaag 
tgagcctgaa 
gcatgaaaag 
agaagcagca 
aacccatgaa 
tagcaaaacc 
cagaggtgaa 
ttccaaatat 
tggagatggc 
aagaaaacct 
ccagagaagt 
tggcttccta 
tgtttatata 
atgatcctat 
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